. Genome-wide changes in transcript abundance following knockdown of TbRRM1. Fold changes in SLT tags along the chromosomes. The x-axes indicate locations of genes on the chromosomes and the y-axes indicate fold changes in SLT tag abundance in log 2 (+Tet/-Tet). Red and blue lines indicate significantly regulated transcripts (p-value ≤ 10 -5 ) and grey lines indicate transcripts unchanged in abundance (p-value >10 -5 ). The red and blue lines also indicate the polycistronic transcription units on the upper and lower strands, respectively. The region on chromosome 9 encoding the spliced leader precursors is marked by an asterisk.

